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The result showed that a cysteine-free, bioengineered rIL-6 protein was active, suggesting that the primary sequence of IL-6 might contain the information necessaary to fold the peptide chain into an active conformation and cysteine residues might not be required.
The sequence of IL-6 was compared with other known proteins.
Only G-CSF shows a significant homology with IL-6'#{176}; the position of four cysteine residues of IL-6 match with those of G-CSF.
This suggests a similarity in the tertiary structure of these two molecules and may indicate some functional similarity as described later. Furthermore, the gene organization of IL-6 shows a distinct similarity with the G-CSF gene28; both genes have the same number of exons and introns and the size of each exon is strikingly similar (Fig   2) . Taken together, these findings suggest that the genes for IL-6 and G-CSF might be evolutionarily derived from a common ancestor gene. (PBL) (Fig 4) ,37 IL-6 was also effective in in vivo antibody production in mice primed to sheep RBCs (SRBC) . As shown in Fig 4, essential accessory factor for T-cell activation and proliferation. Table 5 .
REGULATION OF THE IL-6 EXPRESSION

IL-6 AND DISEASES
Multilpie myelomas/plasmacytomas. 
